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Summary

We estimated the density, food resource, and summarized the existing
information of Japanese black bear (Ursus thibetanus ) in the northern area of
Mt.Fuji, Yamanashi prefecture, Japan, in 2008. To estimate bear density, we
applied noninvasive DNA sampling using barbed-wire hair traps. We surveyed
several typical land-cover types of the area to check the food availability of
Japanese black bear, and created a potential food resource map of the survey area.
Furthermore, information such as number of harvested bears, and observation
data collected by Yamanashi prefectural office were gathered, and summarized.

We established 10 sampling sites in the study area, and constructed hair traps.
We checked all sites for hair samples and rebaited them every 10 days for a total of
8 times, during September 37, and November 15t 2008. Hair samples were
collected in only one sampling site, “Omuroyama”. This sampling site is situated in
a Japanese oak (Quercus crispula) forest, whereas other sites are situated in a
coniferous forest. We collected 26 hair samples during 4 times of sampling from
October to November. Of the 26 samples we analyzed, 4 yielded sufficient DNA for
analysis, and 3 individual bears were identified.

Prior to estimating the food availability of Japanese black bear, we chose 9
deciduous tree species which Japanese black bear mainly forages in autumn. In
order to cross every typical land-cover types in the study area, we established 10
line transects in each land-cover type, 10m wide, 5m each from both sides of the
center line. In each line transects, we recorded the diameter, and numbers of these
9 deciduous tree species. In order to create a potential food resource map, the
following three values were used to calculate the food availability of each
land-cover type, and the results were then, classified into 4 levels: 1) the product of
number of trees, and tree diameter, for 5 deciduous tree species which produce
nuts, and acorns, 2) number of trees for 4 deciduous tree species, 3) cover level of
lower layer of vegetation.

Our results showed only 20% of the study area had sufficient autumn food
resources. Thus we concluded that the study area had poor food resource for
Japanese black bear. It was assumed that, in year of crop failure, bears inhabiting
in the study area moved to adjacent area to feed. Due to this assumption, the hair
collection on 2008 might have been limited in only one sampling site located in
Japanese oak forest, and no hair collection in coniferous forest sampling sites.

The number of harvested bears, and the observation information was very low
compared to other regions in Yamanashi prefecture. Comparing this result to the
food resource evaluation, we suggest that Japanese black bear density in this area
was low.

Although these methods are in the process of development, we expect that they
will be useful in evaluating the local population of Japanese black bear.
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