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Upland cotton
Gossypium hirsutum L.

Coker 312  SEEDCO Corporation, Texas
Coker312 Cokerl00 D PL-15

Gossypium 39
G.hirsutum G.barbadense G.arboreum L. G.herbaceum G.lanceolatum
Todaro G.arboreum G.herbaceum
G.hirsutum G.barbadense G.lanceolatum Todaro G.hirsutum
Gossypium
G.hirsutum G.barbadense
G.lanceolatum Todaro G.tomentosum G.darwinii
G.mustelinum G.hirsutum G.lanceolatum
G.barbadense
G.hirsutum
3000
G.arboreum 2400

G.barbadense
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G.mustelinum G.lanceolatum
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1 35000

120 200pum
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6
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Gossypium
C-19 C-18
0.1 1.3
18 17 1
25mg/
230 235
bar, Gossypium hirsutum L. LLCotton25



LLCotton25 DNA
bp
bar
35S
P35S3 | 250-1634 1385
Streptomyces hygroscopicus
bialaphos resistance bar
bar 1635-2186 | 552
bar N-
ATG GAC
pTiT37 T-DNA
3’nos 2206-2465 260 3’
3’
RB 198-292 o5 pTiB6S3 T-DNA
LB |25002544 | 25 | PTIBOS3 T-DNA
™7
aadA 2544-4618 | 2075 /
VSlori |4619-8389 |37g0 | [Seudomonas pVS1
ColE1  |8390-9555 |1165 | PBR322 ColEL
Streptomyces hygroscopicus bar
G:.C
GTG-ATG AGC - GAC GTG-ATG
AGC -
GAC
LLCotton25 p.6
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PAT N-

L- PAT

PAT

bar Swiss
Prot, trEMBL, GeneSeq-Prot, PIR, PDB, DAD, GenPept

PAT
PAT



PAT N-

NH2
L
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bar %
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LLCotton25 pGSV71 Escherichia coli

BR322 Pseudomonas aeruginosa
pVS1l
2 LLCotton25
pGSV71 9555bp T-DNA
198bp LB 2544bp
p.6
;Sall 233
i EcoRI 250
i AflllAB9
8796 Afllll B9l 637
8088 Afllll -
~Ncol 1633
-~Sall 1898
~Bglll 2179
7360 Afllll - - “-Aflll 2191
pGSV71 - Afllll 2322
9555 bps = Sall 2482
“Hindlll 2500
pVSLori Ncol 2510
5574 Afllll : :
' bar
Afllll 4687
pGSV71
pGSV71
aadA aadA
pGSV71
aadA T-DNA
, p.9

RB



pGSV71 BR322 ColElori
pVS1 pVSlori
T-DNA
, p.9
pGSV71 A.tumefaciens
LLCotton25 RB LB
bar P355H barH3’nos
pGSV71
p.9
pGSV71 A.tumefaciens
Coker312
Ti pGV3000 pGSV71 A.tumefaciens
pGSV71 RB LB
T-DNA
500mg/L claforan
LLCotton25
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DNA

LLCotton25 bar
3:1 1:1
LLCotton25 DNA LLCotton25 DNA
Sal EcoR Afl Bol Nco T-DNA
1
PCR DNA
LLCotton25 T-DNA (p.12)
LLCotton25
DNA DNA 2 Ncol
T-DNA
LLCotton25 T4 LLCotton25 T5
LLCotton25/A T1 A
20
2
LLCotton25
Bl Sall
AT i Hindlll
o rmm IBgIII r | :PF'A'l s:yrq: ' |s ||£ liijwﬁlun mﬁﬁﬁ'
jEcoRl va l mn all Aval i i
plant DNA RBI P355 4 bar 3nos | gplant DNA
bar bar
T-DNA
LLCotton25
LLCotton25
2000 2001
LLCotton25 T5 T6
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LLCotton25 PAT ELISA

PAT
bar 35S
pGSV71 A.tumefaciens
LLCotton25 DNA 20mer
21mer PCR
50ng DNA
LLCotton25
PCR
LLCotton25
LLCotton25 bar PAT
100 LLCotton25 100
2003
LLCotton25 T5
2000 LLCotton25 T5
2001 LLCotton25 T6 5
LLCotton25 BC3/F3 BC3/F4
2001
T
LLCotton25 1.
2 3.
4. 5
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cm 30 90
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30 90
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LLCotton25
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10 20
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4
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Parnara guttata
Hymenia recurvalis

LLCotton25

LLCotton25

LLCotton25

LLCotton25 0.5

LLCotton25
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P-1
LLCotton25

LLCotton25
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USDA
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G.arboreum

G.hirsutum
LLCotton25
2003
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1 1
LLCotton25 60

60 120
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50%
/
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LLCotton25 bar

LLCotton25

LLCotton25 bar PAT PAT

PAT
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bar Swiss
Prot, trEMBL, GeneSeq-Prot, PIR, PDB, DAD, GenPept

PAT

G.hirsutum
G.hirsutum LLCotton25

G.arboreum
G.hirsutum
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2003
LLCotton25
LLCotton25
LLCotton25
LLCotton25
LLCotton25
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LLCotton25
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bar
PAT
LLCotton25 (G.hirsutum)
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hirsutum L.) (LLCotton25, OECD Ul: ACS-GH@@1-3)(
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